
 

This tutorial will guide a curator/user to create the files to upload phenotype experiment 

annotation and data onto T3.  

Updated December 2012. Any feedback is welcome!  

Sections 

1. Download the Template Files  

2. Complete the Annotation Form  

3. Complete the Data Form 

4. Upload Trial Annotations 

5. Upload Trial Data 

6. Submit Data to the Production T3  

 

Section One. Download the Template Files 

Point your browser to the T3 Participants page at a wheat or barley sandbox or production database. 

For example, http://malt.pw.usda.gov/t3/barley/curator_data/instructions.php  

  Figure 1. Participant's page.  

 

http://wheat.pw.usda.gov/t3/wheat/feedback.php
http://malt.pw.usda.gov/t3/barley/curator_data/instructions.php


Save and Open the Experiment Annotation Form (Figure 2) and Phenotype Data Form (Figure 3).  

  Figure 2. Phenotype experiment annotation form 

 

   

  Figure 3. Phenotype data form 

 



Section Two. Complete the Annotation Form 

Figure 4 is an example of a completed Phenotype Experiment Annotation Form for a 2006 and 2007 

evaluation for the barley National Small Grains Collection (NSGC) in Montana.  

Breeding program codes, two-letter (barley) or three-letter (wheat) acronyms, can be found on the 'About 

T3 -- CAP data programs' dropdown menu on the T3 homepage. 

The note box on the template spreadsheet details the information required and the preferred format.  

More than one trial can be detailed on one form as long as the 'trial code' names are unique. Highlighted 

cells are required.  

Important! Be sure you are using the most up-to-date template. As of the update of this tutorial, the 

current version reads 4Dec12 in cell B2. 

  Figure 4. Completed phenotype experiment annotation form 

 

 

Section Three. Complete the Data Form 

Headers: Complete cells B2-B4 on the Data Form header.  

B2 - Crop. wheat or barley 

B3, B4 - Breeding Program Code and Trial Code (Trial Name) must match the annotation file (Fig. 4).  

Edit the column headers (green background) for the traits measured in your trial.  

Specific trait names can be found on the 'About T3 -- Trait Descriptions' dropdown menu, or the 'Search 

by Trait' list on the T3 homepage. 
Column headers must match the trait descriptions exactly. 

Data: Provide the trial mean, standard error and replication number in the cells above the gray bar for 

each trait and line information and data below below the grey bar as shown. 
Only line name and check (0=no, 1=yes) are required in each row.  

   



  Figure 5. Data from a 2006 agronomic evaluation of the barley NSGC core in Bozeman, MT 

 

 

Section Four. Upload Trial Annotations. 

Phenotype-related files must be loaded sequentially. Log on as a Curator/User at the SANDBOX version of 

your preferred T3. (Fig. 6 and Fig. 7) 

 Wheat User Sandbox : malt.pw.usda.gov/t3/sandbox/wheat  

 Barley User Sandbox : malt.pw.usda.gov/t3/sandbox/barley  

   

  Figure 6. Barley Sandbox homepage with login link highlighted 

 

http://malt.pw.usda.gov/t3/sandbox/wheat/
http://malt.pw.usda.gov/t3/sandbox/barley/


  Figure 7. Barley Sandbox registration / login page 

 

Once logged in, note that new tabs are now available on the top menu bar.  
Data upload tools are found under Curation menu tab (Fig. 8) 

   

  Figure 8. Barley Sandbox curation menu with phenotype annotation and data upload links highlighted 

 

   

Select 'Add Phenotype Experiment Annotations' from the Curation dropdown menu. 
Select Upload an Excel file from the menu.  

   



  Figure 9. Phenotype trial annotation upload and editing gateway.  

 

   

  Figure 10. File selection page. Note that public access is default 

 

If the data is properly loaded, a validation table will be created for the submitter to review. (Fig. 11) 

Click "Accept" to load the data as it appears on the validation table onto T3.  
Alternatively, if you find an error, the "Cancel" cell will cancel the process.  



  Figure 11. Data validation page 

 

 

If the experiment annotation data is loaded onto the database with no internal software errors, a message 
is generated to assure the user. 

   

  Figure 12. Successful Upload message 

 

   

 



Section Five. Upload Trial Data. 

Next, upload the results data.  

Select 'Add Phenotype Experiment Results' from the Curation dropdown menu (see Fig. 8). 

On the phenotype results upload gateway (Fig. 13), "Browse" to select the Means data file (i.e. Phenotype 

Submission Form, Fig. 5) 

Although the Sandbox will accept it, the raw data should be sent to the T3 curator for archiving without 

further processing. 

 

  Figure 13. Phenotype trial results upload gateway. 

 

   

   

Successfully uploaded phenotype trial data will be tabulated and presented for validation. (Fig. 14) 

Double check your data, and if you find no errors, click the 'Accept' button to load into the database.  

   



  Figure 14. Phenotype trial data pre-upload validation table.  

 

   

  Figure 15. A successful phenotype data upload!  

 



Section Six. Submit Your Data to the Production T3 Database. 

Return to the Participant's Page (Fig. 16) and click the 'Submit' button.  

Complete the file information page (Fig. 17). A message will confirm that the curators are notified (Fig. 

18). 

Please feel free to contact the curators directly at tht_curator@graingenes.org.  

   

  Figure 16. Participant's Page with "Submit" button highlighted  

 

   

mailto:tht_curator@graingenes.org


  Figure 17. Data Submission information page 

 

   

  Figure 18. Confirmation of T3 curator notification 

 

 

 


